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Corrections

Al-Qahtani A, Khalak HG, Alkuraya FS, et al. Genome-wide association study of chronic
hepatitis B virus infection reveals a novel candidate risk allele on 11q22.3. | Med Genet
2013;50:11 725-732. The fourth author is currently listed as Waleed Al-hamoudy. This name
should be listed as Al-hamoudi W

J Med Genet 2014;51:70. doi:10.1136/jmedgenet-2013-101724corr1

70 Zawati MH, et al. J/ Med Genet 2014;51:68-70. doi:10.1136/jmedgenet-2013-101934
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