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Suppl. Fig. 3

!

Human | SRKPEGSPVTERAIPLAIFQAEPTVRKHFLRKWLKSSSLQDFDIRAILDWDYYIERLGS 1139
Medaka ISRKPEGSPVTERAIPLAIFQAESSVKKHFLRKWLKMPSLHD DIRSILDWSYYIERLGS 1140

!

Human FKRLGSSVIYANFNRIILCTKKRRVEDAIAYVEYTSSIHSKETFHSLTISFSRCWEFLL 1915
Medaka FKRLGSTVVYGNFNRIILCTKKRRIDDAVAYVEYTNSIHSREIFHSLSISFSRCWQFLL 1916
SRORRK Kk Dok Dok skokokoRoRRRRR ROk kk 1oz skosk Dokokokokokok | skeskeskesk Dok skeskoskok DokokoRoskekoskoskosk o oskesk

Suppl. Fig. 3: Sequence alignment of the human POLE1 and medaka orthologue. An asterisk (*) indicates identical
amino acids, a dot (.) indicates a semi-conservative change, and a colon (:) represents a conservative change.
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